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TGCGEGGTTCTCATCATCATCATCATCATGGTATGECTAGCCTGECACGTGITCCGTATA
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ACGCCCCAAGAGT AGTAGTAGT AGTAGTACCAT ACCGAT CGGACCGT GCACAAGGCATAT
L ARV P Y K

Agel

AAGT TGCAGT TATTGGCACCGGT CGT GT TGGT GCAACCT TTGCATATACAATGGCAATTG

TTCAACGT CAATAACCGT GGCCAGCACAACCACGT TGGAAACGTATATGI TACCGT TAAC

VAV I GT GRV GA T FAY TMAI_V

TTCCGEGTGT TGCACGTATGGT TCTGGT TGATGCAGI TCCGEEGT CTGAGCAAAGGTGI TA

AAGGCCCACAACGT GCATACCAAGACCAACT ACGT CAAGGCCCAGACT CGT TTCCACAAT
P GV ARMV L VDAVPGL S K GV M

Ndel
TGCGAAGATATTAAACATGCCGCAGCAGI TTTTCGTCGTAGCATTCAGGT TGAAGCATATG

ACCTTCTATAATTTGTACGGECGT CGT CAAAAAGCAGCATCGTAAGT CCAACTTCGTATAC
_EDI_KHAAAV FRRS I _QV EAY'D
BspM

ATGATGT TAGCAAAGT GGAAAAT GCCGATGCCATTGT TATTACCGCAGGTAAACCGCGTA

TACTACAATCGT TTCACCTTTTACGGCTACGGTAACAATAATGGECGT CCATTTGGCGCAT
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EcoRV
AAGCAGATATGAGCCGT CGTGATCTGGCAAAAGT TAATGCACAGATTATTCGCGATATCG
301 --------- S - S - S - S - Fommmme o +
TTCGTCTATACTCGGCAGCACTAGACCGTTTTCAATTACGTGTCTAATAAGCCGCTATAGC
_ A DM SRRDIL AKVNAOQQI_I_RDI_G

GTGATAAACTGCGTGATCGTAATCCGEGTGCCTTTTATATGGT TATTACCAATCCGGT TG
361 --------- e e e e e +
CACTATTTGACGCACTAGCATTAGGCCCACGGAAAATATACCAATAATGGT TAGGCCAAC
D KL RDRNWPGAFY MV I T NUP VD

ATGTGATGACCATGATTCTGAGT GATGT GAT TGGCAATAAAGGCACCGT TATTGGTACAG
421 --------- oo oo oo oo oo +
TACACTACTGGTACTAAGACTCACTACACTAACCGT TATTTCCGTGGCAATAACCATGTC
VvV MT M I _L S DV I _GNKGTV I G TG

GCACCAGCCTGGATACCTATCGT TTTCGTAGCGCAGT TAGCGAACT GCTGAATGAACCGA
481 --------- S S S S S +

CGT GGTCGGACCTATGGATAGCAAAAGCAT CGCGTCAATCGCTTGACGACTTACTTGECT

_ T S L DT Y RF R S AV S E L L NE P I

Hi ncl |
TTGCAGCAATTGATGGT TATGT TGT TGGTGAACATGGTGAAGAGGCATTTGT TGCATGGT
541 --------- Fom oo Fom oo Fom oo Fommmmma o Fommmmma o +

AACGT CGTTAACTACCAATACAACAACCACTTGTACCACTTCTCCGTAAACAACGTACCA
_A A I_D GY V V GEHGEEATFV A WS

CAACCGTTACCGTTAAAGGT GTTCCGAT TGATGAGTATATCAAAGAGAAAGGTCTGGATC
601 --------- e e e e e +
GITGGCAATGGCAATTTCCACAAGGCTAACTACTCATATAGITTCTCTTTCCAGACCTAG
T VT V. K GV P I _DE Y I _KEKGL DL

TGAGCCGTAGCCGTATTGAAGAATATGT TAAAGAAGT TGCAGCCACCATTATTGCAAAAC
661 --------- oo oo oo oo oo +
ACTCGGCATCCGCATAACTTCTTATACAATTTCTTCAACGT CGGTGGTAATAACGITTTG
_ S RS RI_E E Y V KEVAAT I 1 _A KOQ
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AGGGTGCAACCAT T TGGGEGT CCGGCAGCAACCT TTCAAGAAATTGT TGT TAGCCATCT GG

TCCCACGT TGGTAAACCCCAGCCCGT CGT TGGAAAGT TCTTTAACAACAATCGGTAGACC

_G AT I_WGPAATF QE I _V VS HIL A

CAAACGAAGGTCGTATTATTCCGGT TAGCGT TGT TCAAGAAGT TCCTGECGT TGGTCGT G

GITTGCTTCCAGCATAATAAGGCCAATCGCAACAAGT TCTTCAAGGACCGCAACCAGCAC

_NEGRI_I_P V SVVQEVP GV GRYYV

Pvul |

TTGCAGT TAGCGT TCCGACCAAAAT TAGCGGT CGTCTGGT TCCGCTGCCGCAGCTGCTGA

AACGT CAAT CCCAAGGCTGGTTTTAAT CGCCAGCAGACCAAGGCGACGECGT CGACGACT

_ AV SV P T KI__S GR L VP L P QL L N

ACGAAGAAGAACGCGAACGT CTGAAACGT GCAGCCGAAGCAAT TAAACGTGTTTATGAAG

TGCTTCTTCTTGCCCTTGCAGACT TTGCACGT CGECTTCGT TAATTTGCACAAATACTTC
E E E RERIL KRAAEAI_KRV Y E E

EcoRI Hindlll
Ncol Bst BI
AAGCAGT GAGCAGCTAACCAT GGAAT TCGAAGCT TGAT CCGGCT GCTAACAAAGCCCG
--------- T T T LS S

TTCGTCACTCGTICGATTGGTACCT TAAGCT TCGAACT AGGCCGACGATTGT TTCGEEC
_A V § S *



